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2025=Advancing Discovery, Deepening Impact

2025 - Advancing Discovery, Deepening Impact

2025/was a year of steady progress and growing impact for the Cancer Science Institute of Singapore (CSI
Singapore). Building on strong scientific foundations, we continued to advance fundamental discovery while
strengthening pathways that translate research into meaningful clinical and societal outcomes - —driven by our
strong scientific |ecdership, mec:ningfu| collaborations, and a shared commitment to rigor and purpose.
Throughout the year, our researchers pursued innovative, multidisciplinary approaches to deepen understanding of
cancer initiation, progression, and therapeutic response. Together, these integrated efforts yielded new insights
into cancer risk, uncovered therapeutic vulnerabilities, and informed more precise and effective treatment
strategies. The strength and quality of our work are reflected in a robust portfolio of publications in leading
scientific journals, as well as in the recognition of excellence our scientists and students have received through
highly competitive awards and honours.

Several research breakthroughs in 2025 highlight the impact of CSl Singapore’s work. A Phase 2 clinical
trial showed that a novel drug combination significantly improved tumour response in patients with recurrent or
advanced nasopharyngeal cancer, offering renewed hope for those with limited treatment options. In parallel, a
multidisciplinary collaboration between researchers in Singapore and the United States uncovered new insights
into how the breast cancer gene BRCA2 protects the genome during cell division—advancing understanding of
early cancer development across multiple organs and pointing towards new approaches for cancer treatment.

- Collaboration remained a cornerstone of CSI Singapore’s mission in 2025. Through sustained partnerships
with national and international institutions, we at CSI Singapore fostered an environment where ideas, expertise,
and technologies converge to accelerate discovery. The CSI| Singapore-Kyoto University Joint Symposium in
November 2025 exemplified this collaborative ethos, reinforcing long-standing institutional ties and strengthening
scientific exchange across disciplines, while laying the groundwork for future joint research initiatives. Together,
these joint endeavours reflect the essence of modern cancer science—deeply interdisciplinary, globally connected,
and united by a shared commitment to advancing human health.

As the global cancer burden continues to rise, driven by ageing populations and evolving environmental and
lifestyle factors, the need for deeper biological insight and more effective therapeutic strategies has never been
more urgent. In this landscape, CSI Singapore plays a pivotal role in advancing cancer research across the full
continuum—from fundamental discovery science to translational and clinical investigations. CSI Singapore is

= committed to generating new knowledge, accelerating the development of improved diagnostics and therapies,
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' - through these efforts, CSI Singapore remains committed to shaping a future where cancer is better understood,
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A. Research Spotlights

BRCA2 C-terminal Clamp Restructures RADS51 Dimers to Bind B-DNA for Replication
Fork Stability (Molecular Cell, May 2025)

The breast cancer gene BRCA2 works to suppress cancers of the
breast, ovaries, pancreas and prostate. Families who carry a faulty
mutant copy of this gene are therefore at a high risk of developing
these cancers. New research from Prof. Ashok Venkitaraman's lab
at the CS| Singapore sheds new light into how BRCA2 acts to
suppress carcinogenesis, with implications for cancer prevention
and therapy. In earlier research, it was discovered that the breast
cancer gene, BRCA2 normally works to safeguard the human
genome, by repairing broken DNA, and by protecting replicating
DNA during cell division.

However, how the gene performs these distinct roles has long remained unclear. Now, in collaboration
with researchers from the MD Anderson Cancer Center (USA) and National University of Singapore, Prof.
Venkitaraman's team has identified a key mechanism by which BRCA2 protects DNA as it replicates. Their
findings reveal that a flexible “hinge” within the BRCA2 protein enables it fo reorient the enzyme RADSI
into a specific shape necessary to shield DNA strands encountering stress during replication. Their
research not only illuminates how our genome is safeguarded during cell division, but also how cancer
may arise when this safeguarding mechanism fails.

Aggressive B Cell Lymphomas Retain ATR-Dependent Determinants of T Cell
Exclusion from the Germinal Center Dark Zone (Journal of Clinical Investigation,
July 2025)

Spatial heterogeneity ATR inhibition-Driven T-cell Permissiveness
of T-cell distribution

A study published in The Journal of Clinical Investigation,
led by scientists including, Dr. Anand Jeyasekharan from
CSI Singapore, investigated why aggressive germinal-
center B cell lymphomas exhibit evasion of anti-tumor
immunity. They discovered that these tumors retain a gene
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Novel Drug Combination Spells Hope for Patients with Nasopharyngeal Cancer

A clinical trial in Singapore that aims to offer patients with recurrent or advanced nasopharyngeal cancer a new treatment
option has shown promising results. Medical literature has shown that when this group of patients are treated with
chemotherapy drugs that contain the metal platinum, up to six in 10 will see their cancer shrink or disappear. Most of these
patients will eventually relapse, and together with those who have platinum-resistant disease, they face a poor prognosis
with cancer progression typically occurring within four to six months.

A new study, published in medical journal The Lancet Oncology on 15 January 2025, has shown that a drug cocktail of
pembrolizumab and bevacizumab produced significantly higher response rate than if patients were given only
pembrolizumab. Pembrolizumab, a type of immunotherapy drug, targets and blocks a protein called PD-1 on the surface of
certain immune cells, Blocking PD-1 triggers the immune cells to find and kill cancer cells. On the other hand, bevacizumab
works by blocking a protein called vascular endothelial growth factor (VEGF), which nasopharyngeal cancer cells produce
in large amounts, resulting in complex disordered microscopic blood vessels. Blocking VEGF can restore order in these
microscopic blood vessels and promote movement of immune cells into the cancer. In the phase 2 trial of 48 patients, half
of them were randomly assigned to pembrolizumab, while the other half received both pembrolizumab and bevacizumab.
These patients were recruited from the National University Hospital, the National University Cancer Institute, Singapore
(NCIS) and Tan Tock Seng Hospital.

The team also collaborated with investigators from the CSI Singapore at the National University of Singapore (NUS) and
Genome Institute of Singapore to analyse tumour and blood samples of patients in the study. After a median follow-up of
28 months, the researchers found that more than half, or 58.3 per cent, of the patients who received the drug combination
had their cancer shrink or disappear, compared with only 12.5 per cent of patients who were given the single drug. The
median progression-free survival was 13.8 months in the combination drug group versus 1.6 months in the single drug group.
The researchers hail this as the first randomised controlled trial to compare the combination treatment regimen of anti-
VEGF (bevacizumab) and anti-PD-1 (pembrolizumab) drugs with just an anti-PD-1 drug in nasopharyngeal cancer. More
than a third of patients in both groups were previously treated with two or more types of chemotherapy drugs. What was
noteworthy was that patients who progressed on the pembrolizumab-only group were allowed to crossover to the
combination group, and a third of these patients achieved significant tumour reduction after the crossover.

Prof. Goh Boon Cher, Deputy Director at CSl Singapore, NUS, said: "Currently, immunotherapy alone does not activate an
adequate immune response to shrink nasopharyngeal cancer that has spread. This study showed that priming the cancer
with another drug bevacizumab, before the use of pembrolizumab, induces strong changes in the surrounding non-
cancerous cells that support the cancer environment. This leads to a much stronger and sustained control of cancer and
can potentially be a practice-changing advancement in treatment.”

Prof. Goh, who is also Deputy Director (Research) and Senior Consultant, Department of Haematology-Oncology, NCIS,
and Dr. Chong Wan Qin, Consultant, Department of Haematology-Oncology, NCIS, are lead investigators of the study. Dr.
Chong said: “Patients with recurrent or metastatic nasopharyngeal cancer, who have exhausted standard treatment
options, face a particularly challenging prognosis. Our findings highlight the synergistic potential of combining
immunotherapy (pembrolizumab) with anti-angiogenic therapy (bevacizumab). This drug combination is generally well-
tolerated and offers patients a meaningful extension in progression-free survival, along with an improved quality of life.”
Nasopharyngeal cancer forms in the tissues of the nasopharynx, or upper part of the throat behind the nose. It is the third

most common cancer among men aged 30 to 49 in Singapore, according to the Singapore Cancer Registry Annual Report
2022,

The team's significant findings were published in The Lancet
Oncology (15 January 2025):

https://doi.org/10.1016 /S1470-2045(24)00677-6
and shared on Research News on

https://medicine.nus.edu.sg/trp/n2cr/efficacy-of-combined-
pembrolizumab-and-bevacizumab-in-platinum-resistant-
nasopharyngeal-carcinoma/

Magnetic resonance imaging of a patient with twmour in the nasopharyns [armowed) that regressed on

Experimental anm treatment and complated 2 years reatment on the trial
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A new study conducted by researchers from CSI Singapore at the National University of Singapore has uncovered a key
mechanism behind lenalidomide resistance in multiple myeloma (MM), offering new insights into potential strategies
for improving treatment outcomes and overcoming drug resistance.

The team, led by Dr. Teoh Phaik Ju and Dr. Koh Mun Yee, together with Prof. Chng Wee Joo and A/Prof. Polly Chen,
identified a gene called ADARI, which encodes an RNA editing enzyme, as a key factor in suppressing the immune
response triggered by lenalidomide—an immune-stimulating drug, essential to kill MM cells.

MM is a type of cancer that affects plasma cells in the bone marrow. While standard-of-care treatments like
lenalidomide, an immunomodulatory drug (IMiD), have improved survival rates for many MM patients, a significant
number still experience relapse due to the development of drug resistance.

Lenalidomide works by binding to a protein called cereblon (CRBN), which breaks down several proteins that are
essential for MM cell survival and growth. However, many patients eventually stop responding to the drug, leading to
disease relapse. While 20 to 30 per cent of the resistance cases have been linked to defects in CRBN and its
associated factors, the underlying mechanisms in most resistance cases have remained poorly understood. This study
reports new findings demonstrating that ADAR] abnormalities lead to a suppressed immune system in IMiD-resistant
MM cases.

ADARI inhibits lenalidomide’s activity by editing double-stranded RNA (dsRNA), thus hindering the immune response
and reducing the effectiveness of the drug in combating MM growth and proliferation. The researchers discovered
that by reducing the levels of ADARI and increasing dsRNA accumulation in MM cells, they could increase the
sensitivity of the cells to lenalidomide. This would, in turn, lead to the activation of the immune responses and kill the
MM cells. The discovery adds a new layer to the understanding of how MM patients may become resistant to IMID,
highlighting the role of dsRNA pathways beyond the previously understood CRBN pathway.

The findings also suggest that targeting ADAR1 and the dsRNA pathway could offer promising strategies to overcome
resistance to lenalidomide in MM. As clinical trials continue to explore the potential of new IMID analogues, such as
CRBN-E3 ligase modulators (CELMoDs) and other drugs with similar pharmacological profile, combining these
treatments with ADARI inhibitors may provide a more effective approach to tackle drug resistance and improve
patient outcomes.

With ADARI inhibitors currently in preclinical development, this strategy holds great promise for advancing treatment
options for MM. In addition, the research team plans to further investigate ADARI's role in alternative splicing, a post-
transcriptional gene regulatory mechanism, in MM, which could uncover even more opportunities for treatments.

The findings were published in the scientific journal Blood on 13 March 2025 https://doi.org/10.1182 /blood.2024024429

and shared on NUS News: https://news.nus.edu.sg/combating-lenalidomide-resistance-in-multiple-myeloma/
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New Breakthrough Combats Lenalidomide Resistance in Multiple Myeloma

Al Tool Predicts Chemotherapy Response from Routine Cancer Gene Tests, Paving
the Way for Personalised Treatment and Drug Repurposing in Refractory Cancer

A new study conducted by researchers from CS| Singapore at the National University of Singapore has uncovered a key
mechanism behind lenalidomide resistance in multiple myeloma (MM), offering new insights into potential strategies
for improving treatment outcomes and overcoming drug resistance.

The team, led by Dr. Teoh Phaik Ju and Dr. Koh Mun Yee, together with Prof. Chng Wee Joo and A/Prof. Polly Chen,
identified a gene called ADARI, which encodes an RNA editing enzyme, as a key factor in suppressing the immune
response triggered by lenalidomide—an immune-stimulating drug, essential to kill MM cells.

MM is a type of cancer that affects plasma cells in the bone marrow. While standard-of-care treatments like
lenalidomide, an immunomodulatory drug (IMiD), have improved survival rates for many MM patients, a significant
number still experience relapse due to the development of drug resistance.

Lenalidomide works by binding to a protein called cereblon (CRBN), which breaks down several proteins that are
essential for MM cell survival and growth. However, many patients eventually stop responding to the drug, leading to
disease relapse. While 20 to 30 per cent of the resistance cases have been linked to defects in CRBN and its
associated factors, the underlying mechanisms in most resistance cases have remained poorly understood. This study
reports new findings demonstrating that ADAR] abnormalities lead to a suppressed immune system in IMiD-resistant
MM cases.

ADAR!I inhibits lenalidomide’s activity by editing double-stranded RNA (dsRNA), thus hindering the immune response
and reducing the effectiveness of the drug in combating MM growth and proliferation. The researchers discovered
that by reducing the levels of ADAR] and increasing dsRNA accumulation in MM cells, they could increase the
sensitivity of the cells to lenalidomide. This would, in turn, lead to the activation of the immune responses and kill the
MM cells. The discovery adds a new layer to the understanding of how MM patients may become resistant to IMID,
highlighting the role of dsRNA pathways beyond the previously understood CRBN pathway.

The findings also suggest that targeting ADARI and the dsRNA pathway could offer promising strategies to overcome
resistance to lenalidomide in MM. As clinical trials continue to explore the potential of new IMID analogues, such as
CRBN-E3 ligase modulators (CELMoDs) and other drugs with similar pharmacological profile, combining these
treatments with ADARI inhibitors may provide a more effective approach to tackle drug resistance and improve
patient outcomes.

With ADARI inhibitors currently in preclinical development, this strategy holds great promise for advancing treatment
options for MM. In addition, the research team plans to further investigate ADARI's role in alternative splicing, a post-

transcriptional gene regulatory mechanism, in MM, which could uncover even more opportunities for treatments.

The findings were published in the scientific journal Blood on 13 March 2025:  https://doi.orq/10.1182 /blood.2024024429

Researchers from the Cancer Science Institute of Singapore (CSI Singapore), the National University of
Singapore (NUS), and the National University Cancer Institute, Singapore (NCIS) have developed an artificial
intelligence model, DrulD (Drug Identifier), that predicts how cancer patients may respond to chemotherapy
using genomic sequencing data already produced during routine clinical care, enabling predictive insights
without the need for additional assays, funding, or extra patient procedures.

This collaborative effort brought together computational scientists and clinical oncologists, including CSI
Singapore Principal Investigators Dr. Anand Jeyasekharan, Dr. Jason Pitt, and A/Prof. David Tan, bridging
data science and clinical oncology to develop predictive models applicable to real-world patient datasets.
Published in iScience, the study marks an important step toward more personalised and effective cancer
treatment by leveraging data already generated in routine clinical care.

Next-generation sequencing (NGS) is widely used in oncology to identify tumour mutations. However, only a
small proportion of patients have mutations that can be matched to approved targeted therapies.
Consequently, many patients receive chemotherapy without clear genomic guidance, and treatment options
become limited if their cancer no longer responds.

Unlike earlier artificial intelligence models that rely on large-scale genomic datasets rarely available in
standard practice, DrulD is designed to work with mutation data derived from focused NGS panels
commonly used in hospitals. Using this clinically accessible data, DrulD outperformed existing machine
learning approaches in predicting chemotherapy response. The model was trained on both laboratory and
patient datasets, applying advanced learning strategies to identify patterns across different data sources
and enhance predictive accuracy. Validation in Singapore patient cohorts further demonstrated its
relevance and robustness in real-world clinical settings. DrulD’s predictive capability may also support the
repurposing of existing drugs for patients with hard-to-treat cancers.

Now undergoing evaluation in a prospective clinical trial in Singapore, DrulD will continue to be refined
through tumour-specific models, combination therapy predictions, and improved interpretability. This
research underscores CS| Singapore's commitment to harnessing advances in artificial intelligence and data
science to address clinically meaningful challenges. By integrating computational innovation with cancer
genomics and translational oncology within the NUS-NUH ecosystem, the study aligns with Singapore’s
Precision Medicine initiatives and national Al strategy under RIE 2030, advancing personalised cancer care
and strengthening Singapore’s position in Al-enabled biomedical innovation.

The study, titled "A multi-task domain-adapted model to predict chemotherapy response from mutations in
recurrently altered cancer genes," is published in the journal iScience and available on

https://doi.org/10.1016 /j.isci.2025.111992 21 March 2025

and shared on NUS News: https://news.nus.edu.sg/combating-lenalidomide-resistance-in-multiple-myeloma/
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New Hybrid Al Framework Advances Protein Structure Prediction

In a significant advance for Al-driven structural biology, a study published in Nature Biotechnology , led by CSI Singapore
Senior Principal Investigator, Prof. Yang Zhang, introduces D-I-TASSER, an innovative hybrid deep-learning and simulation
framework that establishes a new benchmark in protein structure prediction. By integrating artificial intelligence-derived
features with physics-based folding simulations, the approach enhances both structural accuracy and applicability,
particularly for proteins that remain challenging for existing prediction methods.

D-I-TASSER significantly outperformed traditional and leading Al models, including AlphaFold2 and AlphaFold3, in
predicting both single-domain and complex multidomain protein structures — a longstanding challenge in structural
biclogy. Independent benchmarking, including performance in the CASP15 assessment, demonstrated broader coverage
and improved structural precision across diverse protein datasets.

Accurate protein structure prediction is foundational to drug discovery, therapeutic target identification, and biomarker
development. Applied at proteome scale, the framework generated high-confidence structural models for a large
proportion of human proteins, creating a valuable resource for the global biomedical research community. By making the
code and datasets openly available, the team has enabled wider scientific adoption and downstream translational
applications.

“Beyond improving the accuracy of Al-based protein structure prediction, D-I-TASSER introduces a hybrid framework that
combines physics-based folding principles with deep learning,” said Prof. Yang Zhang. “This integration offers a new way
to model the dynamic folding process of proteins, helping to open the ‘black box' of Al predictions and providing valuable
insights for next-generation structure-based drug discovery.”

This work reflects CSI Singapore's commitment to advancing cutting-edge artificial intelligence research that supports
biemedical innovation. By integrating computational excellence with physical and biological insights, the study contributes
to Singapore’s broader ambitions in Al-enabled life sciences and precision medicine, reinforcing the nation’s position as a
hub for impactful, technology-driven research.

The study, titled "Deep-learning-based single-domain and multidomain protein structure prediction with D-I-TASSER," is
published in the journal nature Biotechnology on 23 May 2025 and available at: https://doi.org/10.1038 /s41587-025-02654-4

C. Welcome to Our New Pis

What appealed to you about CSI Singapore?

I'm drawn to CSI Singapore for its welcoming, professional environment where colleagues are
supportive, collaborative, and a pleasure to work with. I'm especially grateful to Polly, who helped me
find my footing in both the local RNA community and at CSl. Importantly, the Director’s visionary
leadership sets a clear, ambitious trajectory for the institute, which is deeply inspiring. I'm particularly
excited by CSl's strong emphasis on RNA biology, which aligns closely with my scientific interests and
expertise. Finally, the institute’s culture and infrastructure enable meaningful collaborations, both
within CSI and with clinical partners, creating real opportunities to translate discoveries into impact.

How has the shift been from University of Chicago to an Assistant Professor at CSl Singapore?

The transition from UChicago to Assistant Professor in Chemistry and DBS and investigator at CSI
Singapore has been both challenging and rewarding. During my PhD and postdoc, | spent eight years
with Prof. Chuan He, my role model, whose mentorship shaped my scientific rigor, curiosity, and
collaborative ethos, and continues to guide how | lead a group. Moving into group leadership brought
new responsibilities and was difficult at first, but with guidance from senior colleagues | have grown
more confident and effective.

My joint appointment reflects an interdisciplinary background. Alongside running a research program,
| teach, and while course preparation was demanding in the first year, it helped me learn, organize,
and communicate complex ideas more clearly, and broaden my perspective beyond daily
experiments. This role also offers a special opportunity to connect chemists with cancer biologists. |
aim to serve as a bridge by bringing chemical tools into cancer biology and translating biological
questions info tractable chemical problems to catalyze collaboration and accelerate discoveries. |
am grateful to all the senior colleagues whose support has made this transition smooth.
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What are you most excited to work on/working on at CSI Singapore?

| am most excited to elucidate context-dependent gene regulation mediated by
epitranscriptomics/epigenetic mechanisms. In the cancer context, my lab investigates how
epitranscriptomics/epigenetic mechanisms drive drug resistance and define synthetic lethal
relationships between epitranscriptomics/epigenetic mechanisms and key signaling pathways or
external stimuli. In parallel, my lab is developing chemical biology tools to profile and manipulate
features of RNA and RNA modification with high precision. These RNA centered approaches may

enable systematic discovery of vulnerable nodes in cancer cells and reveal actionable mechanisms. What appealed to you about CSI Singapore?
Ultimately, | hope to translate these insights into biomarkers and therapeutic strategies in
collaboration with colleagues and clinicians at CSI Singapore. First of all, Singapore is a great place to do research, the system is efficient, and the environment for

education and science is very strong. CS| combines both basic biology and translational research,

which | think is very important for applying Al to real biomedical problems. Also, CSI focuses a lot on
What's your most “this could only happen in science” moment? RNA biology and structural studies, which matches well with my background. And finally, CSl is simply

the best place to do this kind of research.
An unforgettable “only in science” moment is when results defy the original hypothesis but ignite a
better one that leads to a more impactful discovery. What looks like failure transforms into success: a
puzzling artifact becomes a testable hypothesis, a collaboration, and a path to potential translation.
The convergence of curiosity, rigor, and serendipity to open an unforeseen line of inquiry is, to me,
quintessentially scientific.

How has the shift been from a Research Scientistto a Special Fellow at CSI Singapore?

At first, | felt very excited. Previously as a Research Scientist, | was mainly focused on the research
itself, developing models, analysing data, and writing papers. Now, as a Special Fellow, | have the
opportunity to lead my own projects which | have always looked forward to. Later on, | also started to
feel the challenges, such as mentoring students, managing collaborations, and applying for grants. It
is a big step, but | know this is something that | have to go through sooner or later. So why not now?

If your research were a hawker dish, what would it be and why?

What are you most excited to work on/working on at CSI Singapore?

Economy Rice, or cai png. My research looks like a tray of seemingly ordinary dishes, but when you

pair them well, it becomes something surprisingly memorable. | work across chemical biology, RNA
biology, epigenetics, and cancer, mixing tools and ideas to suit the question at hand, much like
choosing the right combination of meats and vegetables for the day. The strength is in thoughtful
integration: the right pairing of methods/models and more importantly, collaboration, can reveal
mechanisms of epigenetics/epitranscriptomics centered regulation, and deliver outcomes that are
greater than the sum of their parts.

| will be most excited about building (perhaps) next-generation Al models that can model the
interaction patterns between macromolecules at atomic resolution. | also look forward to working
together with researchers at CS| to apply these models to real problems in cancer biology and drug
discovery.

What's your most “this could only happen in science” moment?

Probably the time when we trained a deep learning model on existing protein structures, and it
started predicting accurate structures that matched experimental results, even when the sequence
was very different from any known ones. That moment really showed me the power of Al in structural
biology. But that was more than five years ago, and | hope to experience an even more exciting
moment soon during my time at CS|

If you could name a cancer gene after a Singlish phrase, what would it be?

| dont know much about genes, but maybe | would just add “lah” after their official names. It makes
them sound more Singaporean and fun.

If your research were a hawker dish, what would it be and why?

| think it would be zacaifan (%¥34R), or economy rice. My research mixes many different ingredients
like protein, DNA, RNA, and small molecules, just like zacaifan. | use Al fo model them all together, and
you can easily customise the combination depending on the biological question or application. It's

flexible and affordable.
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What's your most “this could only happen in science” moment?

| had set out to treat cells with UV, expecting the classic DNA damage response. But to my surprise,
DHX? — a nuclear RNA helicase — escaped into the cytoplasm and formed strange, patchy foci. At
first, everyone thought the experiment had failed. But out of sheer curiosity, | stained for G3BP], a
known stress granule marker. To my astonishment, it lit up those odd foci like fireworks. That
unexpected moment sparked a cascade of follow-up experiments, which ultimately led to the
identification of a novel RNA damage-induced condensate — a structure clearly distinct from
canonical stress granules. What began as a routine DNA damage experiment turned info a new

chapter in RNA stress biology.

If you could name a cancer gene after a Singlish phrase, what would it be?

i ?

What appealed to you about CSl Singapore? | named it SiaRBP1 because I'm studying an RNA-binding protein (RBP) that, surprisingly, plays a key

role in controlling cancer chemotherapy resistance. The name reflects both its function—stress-

induced adaptive RNA regulation—and adds a touch of Singlish flair, since cancer cells under
genotoxic stress really do go ‘Sial’ to survive.

| was drawn to CS| Singapore for its global reputation in cancer biology, vibrant research
environment, and strong emphasis on collaboration between basic scientists and clinician-scientists.
The institute’s focus on RNA biology closely aligns with my interests, and the vision of Professor
Venkitaraman to build Asia’s leading cancer center is deeply inspiring. With close ties to NUS Centre
for Cancer Research (N2CR), CSl| offers an ideal setting to integrate my immunology background into

translational cancer research.
If your research were a hawker dish, what would it be and why?

If my research were a hawker dish, it would be laksa—rich, complex, and layered. Like laksa’s blend of
coconut, spice, and umami, my research mixes different “flavours” of biology, DNA damage, RNA
damage, phase separation, post-translation modifications, inflammation, cell death, into one
cohesive and surprising system. The RNA binding protein I'm studying behaves like the sambal:
seemingly small, but once it's in the mix, it tfransforms the entire dish. And just like how each bowl of
laksa can be slightly different depending on the region or cook, each cell type responds to stress a bit
differently—yet follows the same comforting recipe of adaptation and survival.

How has the shift been from a postdoc at MaxPlanck Institute in Germany to an Assistant
Professor at CSI Singapore?

The transition from a postdoc at Max Planck to an Assistant Professor at CS| Singapore has been
both exciting and challenging. As a postdoc, | focused solely on research, whereas now | juggle
multiple roles—research, teaching, mentoring, and grant writing. While the learning curve has been
steep, these new responsibilities have enriched my perspective and strengthened my science.
Teaching courses aligned with my research interests, like tumor biology and RNA biology, has been
especially rewarding. I'm also grateful for the strong support from the CSI and NUS community, which
has made the transition much smoother.

What are you most excited to work on at CSI Singapore?

My group is focused on uncovering RNA damage-driven mechanisms that enable cells to adapt to
stress, particularly within the hostile tumour microenvironment before and after therapy.
Understanding how processes like stress granule formation help cancer cells survive, and resist
treatment is a novel and exciting area. With the advanced technologies | have developed and been
trained in, | believe we are well-positioned to tackle these questions. Ultimately, we hope our
discoveries will open new avenues for therapeutic intervention.




What appealed to you about CS| Singapore?

What CSI has achieved in the past, is advancing today, and aspires to in cancer research resonated
with me. | felt my research program could both contribute to and grow with this ambitious vision.

How has the shift been from apostdoctoral fellow at Johns Hopkins Medicine to an Assistant
Professor at CSl Singapore?

The transition has been both exciting and a dream come true. | still see myself as a postdoc at heart
— happiest at the bench — but now with the added responsibility of leading a team. The intensity is
similar, though the humidity in Singapore means | sweat a lot more!

What are you most excited to work on/working on at CSI Singapore?

I'm most excited to bring to life ideas I've been developing for some time. My lab will study
weaknesses in the mitotic machinery of cancer cells and ways to target them, including TRIM E3
ligases. Being surrounded by colleagues with complementary expertise makes CSI an especially
energising place to drive these ideas forward.

What's your most “this could only happen in science” moment? M e d i a F e q t U re s
. ’-: E - o

Only in science do you spot people at the airport with poster tubes and instantly know they're
probably off to a conference, maybe even the same one as you.
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I'd call it “Chope.” It would be a protein or complex that acts as a placeholder, holding space until
the real event begins.

If your research were a hawker dish, what would it be and why?

It would be youtiao in a bowl of congee. The youtiao represents chromosomes, bundles of DNA
aligned at the metaphase plate, while the bowl represents the cell. Just as youtiao must be pulled
apart equally for sharing, my research explores how cells divide and how disrupting this process can
selectively halt cancer growth.
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A) Google Al Accelerator Programme

CSI Singapore is proud to partner with Dunman Secondary School, SG Code Campus, Google Cloud,
and IMDA in the *Google Cloud Al for the Biomedical Sciences* programme.

This initiative provides promising pre-university students with meaningful exposure to Al applications in
real world biomedical challenges. With guidance from CSI Principal Investigators, A/Prof. Anand
Jeyasekharan, Dr. Jason Pitt and their teams at CSl, students will engage with anonymized cancer
imaging datasets and develop Al models using Google Cloud's advanced toolsets.

This collaboration reflects our shared commitment to nurturing future-ready talent and advancing
interdisciplinary education in support of Singapore’s RIE 2030 agenda.

cEEy

€ ' Google Cloud

B) Innovations That Matter - CNAxXNUS Docu Series
2025 Interview with Prof. Ashok Venkitaraman

We are pleased to share that our Director, Prof. Ashok Venkitaraman, was recently featured in a Channel News Asia
(CNA) documentary titled “Innovations That Matter - To Super-Aged Societies”, part of the Innovations That Matter
series. In this episode, Prof. Venkitaraman discusses how advances in science and medicine can support healthier
ageing as societies around the world—including Singapore—grapple with the challenges of an increasingly elderly
population. As a research community, it is important for us to be mindful of the implications of a super-aged society
—both in terms of the oppertunities it presents for scientific innovation, and the respensibility we have in shaping
equitable, sustainable solutions for the future.

Read more here:
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C) CSlI-Next&Bio Joint Organoid Platform

The Cancer Science Institute of Singapore (CSI Singapore) has established a research collaboration with
Next&Bio, an organoid-based biotechnology company, to advance organcid technologies in cancer
research and precision medicine,

The collaboration was formalised at a signing ceremony in Singapore, attended by Director of CSI
Singapore, Prof. Ashok Venkitaraman; CEO of Next&Bio, Park Sang-wook; and representatives from the
Korea Startup Center (KSC).

Through this collaboration, CSI Singapore and Next&Bio will develop a joint organcid research platform
using patient-derived organoids from diverse Asian populations in Singapore to support studies in cancer
biology, drug development, and treatment response.

Next&Bio will contribute its expertise in organoid technologies to strengthen precision medicine
capabilities and expand its global research footprint, while enabling engagement with pharmaceutical
and clinical research stakeholders in Singapore’s biomedical ecosystem.




A. CSlI Graduate Programme

- The Graduate Program in Cancer Biology at CSI Singapore was established in 2010 under the
' National University of Singapore’s Yong Loo Lin School of Medicine as part of a national effort

to develop a strong pipeline of highly trained scientists in translational and multidisciplinary

cancer research. The program provides a structured doctoral training within a research-

intensive environment, enabling students to conduct independent, high-quality research in

=
Ed U cat I o n modern experimental and bioinformatic laboratories with access to dedicated, world-class
.- : cancer research infrastructure. In addition to close mentorship from their thesis advisors,

: - students have opportunities to engage with the wider CSI faculty and benefit from CSl's
> e )\ . extensive global collaboration network.
A e T _ . |
el o S\ The four-year PhD program integrates formal coursework with original research leading to a
. Q: =y .ﬁ "’\ ¥ DT Tl doctoral thesis. A comprehensive training framework—including specialised graduate courses
- <. &% - and professional development activities—supports students throughout and beyond their
8 candidature, equipping them with the skills, knowledge, and experience required for research

excellence. The program also actively supports students’ participation in international
scientific conferences, enabling meaningful engagement with the global research community
and contributing to their professional development. Graduates of the program have
progressed to a broad range of career pathways, including academic and research positions
at leading institutions worldwide, contributing to the global cancer research ecosystem.
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Dr. Priyankaa Pitcheshwar

Students Admitted 2010-2025 = Polly Chen’s Lab, 2022 Graduate
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Could you share about your career journey since completing your PhD, including how your
doctoral research has shaped your current work or focus, and any professional achievements,
projects, or collaborations that you are particularly proud of?

'_I
&)

| transitioned into R&D strategy consulting after my PhD, helping biopharma and biotech clients make
data-driven decisions to shape their strategy. My doctoral research trained me to think critically,
challenge data, and communicate scientific insights clearly—all skills that are essential in consulting.

In this role, I've had the opportunity to work closely with C-suite and senior management teams across the
industry. It has been particularly rewarding to be recognized by clients for delivering high-quality,
impactful work that informs strategic decisions and drives meaningful outcomes.

()
(@]

Number of Students
#]

Looking back, what were the most valuable skills or lessons you gained from your PhD journey?

The biggest lesson | took from my PhD was resilience. Regularly facing failed experiments taught me to
2012/13 2014/15 2016717 2018/19 2020/21  2022/23  2024/25 troubleshoot, adapt, and persevere. This became especially important during the pandemic, helping me
stay focused and complete my PhD despite challenging circumstances. Another key lesson was to be my
own cheerleader. The PhD journey can be isolating, so | learned to practice self-kindness and small rituals
—like treating myself to chocolate cake or a comforting meal at ‘Anjappar’'—which helped me recharge
and maintain a positive mindset through setbacks. These lessons in perseverance and self-care have
been invaluable both personally and professionally.

Year

How did life after your PhD differ from what you expected, and what advice would you give
current students preparing for that transition?

Transitioning from academia to the corporate world was a steep learning curve, with strict deadlines,
fast-paced projects, collaborative work, and business jargons. While my PhD skills were highly relevant,
the overall learning curve during the first six months into the job was extremely steep and enriching. For
those considering consulting or other non-academic roles, | strongly recommend networking. Speaking
with individuals who have made similar transitions not only demystifies the career path but also provides
insights into day-to-day responsibilities, essential skills, and potential challenges, helping you evaluate
whether the role aligns with your interests and career goals. 2]




Dr. Liu Yanjing

Dan Tenen’s Lab , Graduated in 2019

Could you share about your career journey since completing your PhD, including how your doctoral
research has shaped your current work or focus, and any professional achievements, projects, or
collaborations that you are particularly proud of?

During my PhD with Prof. Daniel Tenen at CSI, | developed CRISPR-DIR, a gene-specific demethylation tool that
led to a patented technology and the discovery of Methylation Mesa, a novel class of methylation-sensitive
regulatory elements linked to gene activation. This work motivated me to deepen my expertise in high-
throughput functional genomics and CRISPR technology. | subsequently joined Dr. John Doench’s group at the
Broad Institute’s Genetic Perturbation Platform, where | gained experience across multiple CRISPR modalities. |
now lead the development of a genome-wide CRISPR activation platform to overcome epigenetic repression,
advancing functional genomics and therapeutic discovery.

Looking back, what were the most valuable skills or lessons you gained from your PhD journey?

During my PhD, | benefited from an environment that trusted individuals to take initiative and explore ideas
independently. This nurtured my self-motivation, open-mindedness, and creativity in tackling scientific
questions. A strong culture of communication and collaboration built my confidence in sharing ideas, engaging
scientists at all levels, and initiating collaborations. Equally influential was my PI's belief that science is a
shared, intergenerational endeavour shaped by mentorship and generosity. Seeing talented researchers inspire
and support one another made the journey deeply motivating. These experiences shaped my passion for
science and continue to guide my commitment to fostering openness, curiosity, and mentorship in future
generations.

How did life after your PhD differ from what you expected, and what advice would you give current
students preparing for that transition?

| initially expected a postdoc to be a straightforward extension of my PhD, but it proved to be a far more
dynamic stage. At the Broad Institute, | gained not only scientific training but also experience with large
collaborative programs, academia-industry partnerships, and diverse career paths beyond traditional
academia. A PhD opens many doors, from industry research to consulting, entrepreneurship, and patent law. If
pursuing a postdoc, research on interested labs carefully, talk to members, and secure fellowship early. If
moving beyond academia, stay curious, take initiative, and embrace adaptability — choosing your path
thoughtfully and committing fully is key to success.

What's one thing you're doing now that would surprise your PhD supervisor?

My PhD supervisor might be surprised that I've transitioned from a focused approach to embracing high-
throughput methodologies for both functional studies and technology innovation. Throughout my research
journey, |I've experienced two complementary methodological approaches: one that moves from a single point
to a broader landscape, and another that goes from large-scale discovery back to specific mechanisms.
Combining these approaches has expanded my scientific toolkit and perspective, enabling me to view biology
from multiple angles and connect focused insight with system-level understanding.
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Dr. Roberto Magallanes

Sudhakar Jha, Touati benoukraf’'s Lab , Graduated 2021

Could you share about your career journey since completing your PhD, including how your
doctoral research has shaped your current work or focus, and any professional achievements,
projects, or collaborations that you are particularly proud of?

After completing my PhD in Cancer Biology, | broadened my expertise by moving into population
genomics at the Genome Institute of Singapore, where | built large-scale cloud pipelines for the
National Precision Medicine Programme. My doctoral training in bioinformatics enabled a smooth
transition from analysing somatic mutations in cancer to germline variation across populations. | later
joined Hummingbird Bioscience, returning to cancer research and now lead the bioinformatics team
supporting the full drug development pipeline. | am particularly proud of projects where my analyses
directly informed clinical trial design, underscoring how academic training can translate rapidly into
patient impact through industry collaboration.

Looking back, what were the most valuable skills or lessons you gained from your PhD
journey?

My PhD equipped me with a strong foundation of transferable skills, including the ability to learn
independently, collaborate across disciplines, and adapt quickly to new challenges. One of the most
valuable lessons was learning to manage uncertainty. Research often begins without knowing
whether ideas or experiments will succeed, yet still requires sustained progress within a fixed
timeframe. This experience trained me to remain focused, resilient, and adaptable under ambiguity
and pressure. Developing hypotheses, iterating when results were unexpected, and navigating
uncertainty have been especially valuable in biotech R&D, where scientific directions, priorities, and
external factors can shift rapidly.

How did life after your PhD differ from what you expected, and what advice would you give
current students preparing for that transition?

Life after my PhD was more fluid and less linear than | initially expected. Rather than a single
predefined path, career development involved active reflection, experimentation, and adjustment. As
graduation approaches, it is helpful to think intentionally about long-term goals and to choose early
roles that build relevant skills—whether toward an academic career or more industry-facing positions.
It is also important to recognise when a role has served its purpose and to be open to moving on.
There is no single “right” path; clarity often emerges through experience. Open conversations with
mentors, peers, and professionals can be invaluable in navigating this transition.




C./Career Seminar

CS| GRADUATE PROGRAM
CAREER SEMINAR 2025

CSI GRADUATE PROGRAM
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Join CSl alumni from both academia and industry as they
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The career seminar held on 4 November featured
three CS| alumni—Dr Priyankaa Pitcheshwar
(Strategy Consultant, Catenion GmbH), Dr Liu
Yanjing (Postdoctoral Researcher, Broad Institute
of MIT and Harvard), and Dr Roberto Magallanes
(Principal Scientist and Clinical Bioinformatics
Lead, Hummingbird Bioscience)—who shared their
post-graduation career journeys. The speakers
provided practical guidance on preparing for
academia and industry careers, navigating
challenges, and leveraging useful resources for
PhD training. During their visit, the alumni also
reconnected with CSI Principal Investigators,
strengthening alumni-faculty engagement and
reinforcing long-term ties with the Institute.
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Dr. David Tan Dr. Yvonne Tay

Associate Professor Associate Professor
Top 2% most-cited scientists 2025 (Elsevier/ Top 2% most-cited scientists 2025
Stanford) (Elsevier/ Stanford)
Ashok Venkitaraman Goh Boon Cher
Professor Professor
2025 class of Fellows of the American Association  Top 2% most-cited scientists 2025 (Elsevier/
for Cancer Research (AACR) Stanford)

Top 2% most-cited scientists 2025 (Elsevier)

Jimmy So
Professor

Top 2% most-cited scientists 2025
(Elsevier/ Stanford)

Dr. Chan Jia Jia
Senior Research Scientist

Diana Koh Fund - Young
Innovator Grant

Dario Campana Chng Wee Joo
Professor Professor
Top 2% most-cited scientists 2025 (Elsevier/ Top 2% most-cited scientists 2025 (Elsevier/
Stanford) Stanford)

Dr. Stephen Chong
LKY Postdoctoral Fellow
Open Fund - Young Individual Research Grant

Dr. Gan Wei Liang
Research Fellow

Yang Zhang Anand Jeyasekharan ‘ \\ ASH Abstract Achievement Award 2025 Biancksh ieung Soneuatanities
Professor Assistant Professor AV
RIE 2025 Human Health & Potential (HHP) NMRC Clinician Scientist Award — Senior
Industry Alignment Fund Pre-Positioning (IAF-PP) Investigator (2025)
Top 1% Highly Cited Researcher 2025 (Clarivate) American Association for Cancer

Top 2% most-cited scientists 2025 (Elsevier) Research (AACR) NextGen Star (2025) %6
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st ident Awards

Dr. Jun Liu Dr. Grishma Rane
Research Fellow Senior Research Scientist
Open Fund - Young Individual Research Grant Outstanding Mentor Award for
Research Fellows

Diana Koh Fund - Young Innovator
Grant (Main Applicant)

Felix Blanc
PhD Candidate

Merit Award (ESMO GYN)
Merit Award (AACR/EORTC/NCI)

Rui Xue Lee

PhD Candidate
FCS 2025 Best Poster Award (AACR Travel
Grant 2026)
Dr. Tony Tan Tuan Zea
Senior Research Scientist

Dr. Qing Yun Tong
Top 2% most-cited scientists 2025 (Elsevier/
Stanford)

Research Fellow

Best Poster Award at the Asia RNA Club
Symposium 2025

Charmaine Ong
PhD Candidate
NCAM Best Poster Presentation
(Translational Science)

Shruti Sridhar

Dr. Madan Mohan Udaya Kumar

Research Fellow

Diana Koh Fund - Young Innovator Grant
(Co-applicant)

PhD Candidate

Diana Koh Young Innovator Prize
NCAM 1st Runner Up for Oral Presentation 2025
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17 Jan 2025

14 Feb 2025

28 Feb 2025

7 Mar 2025

21 Mar 2025

25 Apr 2025

Speakers

Don Sim | PhD Student

Tiffanie Lim | PhD
Student

Allen Yeoh | Associate
Investigator

Arpita Datta | Research
Fellow

Arun Kumar | Senior
Research Scientist

Jimmy So | Research
Professor

Julia Lim | Research

Fellow

Vignesh Sundararajan |

Research Fellow

Roland Mate Ivanyi-
Nagy | Senior Research

Scientist

Yang Zhang | Senior
Principal Investigator

Shruti Sridhar | PhD
Student

Title

Dissecting T cell Response in EBV-associated
Nasopharyngeal Carcinoma

Assembly Principles of Moderate Hypoxia-
Induced Stress Granules

CAR-ing for ALL

Targeting PLK1 in HER2+ Breast Cancer (BC)
Patients with Germline MET-N375S Variant:
Novel Therapeutic Avenues

Replication Stress and Mechanical Stress -
their  Connections through  Topological

Interface

Recent advances in Early Diagnosis of Gastric

Cancer (GC)

Addiction of c-MAF
Overexpressing Cells Drive Dysregulation of

Glutamine

Purine Metabolism?

Loss of O-GalNAcylating Enzyme GALNT3
Expression as a Biomarker for ATR Inhibitor
Sensitivity

Proteostatic Control of the BRCA2 Tumour
Suppressor by Cellular Chaperones

Deep Learning-based single- and Multi-
domain Protein Structure Prediction with D-I-
TASSER

Topology of Oncogene Co-expressing Cells
Determines  the  Microenvironment and

Survival in Lymphoma




Speakers

Title

Zi Wayne Sin | PhD
Student

ZBTB48: Bridging Telomeres & Genomic
Instability

Ji Quanquan | Senior
Research Scientist

Translational  reprogramming  following

BRCAZ2 inactivation

Darrel Tan | PhD
Student

Investigating the Role of Long Non-coding
RNAs (IncRNAs)in High Risk Multiple Myeloma

Thuya Win Lwin |

Research Fellow

Targeting PD-L1 Deglycosylation to Enhance
NK Cell-Mediated Immunity in EBV-Positive

Nasopharyngeal Carcinoma

Xiaonan Fan | Research
Fellow

Nanopore Direct RNA Sequencing Reveals
Potential Crosstalk between 3'UTR Splicing
and other RNA Processing Events in Cancer

Jun Liu | Research
Fellow

Protein-Protein Interaction, Binding Affinity,
and Interface Contact Prediction Using a
Pairwise Language Model

Irfan Azaman |
Research Fellow

Extracellular Vesicles Associated miR-155-5p
and miR-18la-5p Promote Resistance to
Daratumumab Through Downregulation of
CD38

Gan Wei Liang |
Research Fellow

Understanding RNA
Immunosuppression in

Editing Driven
Hepatocellular

Carcinoma Associated Immune Cells

Madan Mohan Udaya
Kumar | Research
Fellow

Transcription of the Telomeric Non-coding
RNA TERRA Originates from Highly Variable

Promoters

Derrick Wee | PhD
Student

Splicing of 3'UTRs May Contribute to Tumor
Growth in Lung Cancer

Stephen Chong | LKY
Postdoctoral fellow

CD47-blockade

Complement Venetoclax-induced Apoptosis

Induces  Necroptosis to

in Lymphoid Malignancies

Date Speakers Title Date
Haoging Shen | A Hidden Source of Immunogenic RNA in
Research Fellow ADARI1 Deficiency
18 Jul 2025
9 May 2025 RUNXT Maintains Hematopoietic Stem Cell
Bibek Dutta | Research Integrity ~ Through  the  Formation  of
Fellow Transcriptional Repressive Complex Against
LINE-1 (TRCL)
_ Midkine  Expression  Correlates  with
Govinda Lenka | _ _ )
Bevacizumab Response and  Angiogenic 1Aug 2025
Research Fellow o )
Activity in Nasopharyngeal Carcinoma
23 May 2025
Elayanambi
Sundaramoorthy | Modulation of BRCA2 Tumour Suppression by
Ser]ior‘Reseorch Cellular Stress 15 Aug 2025
Scientist
Spatial and Single-Cell Multi-omics Reveal
Hong Liang | Research Macrophage Heterogeneity between Primary
Assistant Central Nervous System Lymphoma and
Systemic Diffuse Large B-Cell Lymphoma
15 Jun 2025
5 Sep 2025
HRD-Fuse:  Pancancer  Prediction  of
Andy Wu | PhD Student Homologous Recombination Deficiency with
Multiview Fusion and Contrastive Learning
Elucidating ZNF143 as a Key Regulator of Liver
Lycia Tan | PhD Student ~ Homeostasis and Chromatin  Architecture:
Implications for Liver Disease
20 Jun 2025 19 Sep 2025
Cancer Cell-centric Metabolism Shapes an
Don Loi Xu | PhD Immunosuppressive TME by Driving the
Student Emergence of Distinct Tumor-promoting CAF
Subtypes in PDAC
T L — DDXé Ir]duc'?s Immunosuppression in‘ ‘Concer
Fellow by Disrupting  Structural  Stability — of
Endogenous Double-stranded RNAs 3 Oct 2025
4 Jul 2025
Germline  MET  N375S  Variant  Drives
Liu Jianhua | Visiting Aggressiveness in HER2-Positive Breast
Scholar Cancer and Sensitizes Tumors to Combined
PLK1 and HER2 Inhibition
17 Oct 2025

42

Teoh Phaik Ju | Senior

Research Scientist

Drug Tolerance in Multiple Myeloma: Novel
Insights into Lenalidomide-persister Cells
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Prof. Mark Dawson

Cancer Biology & Therapeutics Program, Peter
MacCallum Cancer Centre, Australia
1July 2025
Transcription Regulation and Clonal Behaviour:
Understanding Epigenetic Influences on
Development and Disease

Prof. Hideyuki Saya
Medical Oncology ASHBI Institute for the
Advanced Study of Human Biology,
Kyoto University, Japan
3 March 2025,
Differential Roles of Wnt Pathway Mutations in
Colorectal Cancer

Dr. Simon Boulton
Principal Group Leader,
The Francis Crick Institute, UK
27 October 2025
Exploiting the End Replication

Prof. Patrick Chinnery
Professor & Executive Chair
UK Medical Research Council
19 June 2025,

An Evolving Symbiosis:
Mitochondria in Health and Disease

Problem” in Cancer

C. Seminars

Prof. Yasuhiro Murakawa
Institute for the Advanced Study of Human Biology
(WPI-ASHBi), Kyoto University, JP
24 February 2025
Harnessing Functional Genomics
to Elucidate Cancer-specific RNAs and their Regulation

Dr. Mark Davis
University of Stanford, USA
24 January 2024
The Next Hundred Years of Immunology

ﬁ

Prof. Chun Kit Kwok
City University of Hong Kong, HK
5 February 2025
Mapping and Targeting of RNA
G-quadruplex Structures

Prof. Andrew Hsieh A/Prof. Michael Birnbaum Dr. Amit Jain
Fred Hutchinson Cancer Center, USA Koch Institute for Integrative Cancer Research at National Cancer Center Singapore, SG
10 Mar 2025 MIT, USA 14 May 2025
mRNA Translation in Cancer Etiology 7 May 2025 Establishing a Peptide-to-TCR Pipeline for

Identifying Immunogenic Epitopes and

Decoding and Rewiring Adaptive Immunity
Neoantigen-Specific T Cells

P

Dr. Sophia Wong
National Cancer Center Singapore, SG
14 May 2025
Enrichment of Next Generation Tumour-Reactive
Tumour Infiltrating Lymphocytes (TILs) in Solid
Cancer for Adoptive Cellular Therapy (ACT)

7

Dr. Makoto Hayashi
IFOM-KU Joint Research Laboratory IFOM
ETS / Kyoto University, JP
27 August 2025
The Molecular Mechanism of Mitotic Telomere
Deprotection

Prof. Sarah-Jane Dawson
Peter MacCallum Cancer Centre, AU
30 June 2025
Circulating Tumor DNA: Going Beyond the
Cancer Genome

Dr. Alexia-lleana Zaromytidou
Nature Cancer, Springer Nature
18 August 2025
Developing New CADD Methods for Drug
Discovery and Relocalization

Prof. Michel Steinmetz
Paul Scherrer Institute (PSl), Center for Life
Sciences, CH
10 September
Microtubule-mediated Signal Transduction and
Interactions with Anticancer Drugs

Prof. Hans-Guido Wendel
Cancer Biology & Genetics Program
Memorial Sloan Kettering Cancer
Center, USA
17 November 2025 45
Turning Cancer's strengths into
Targetable Liabilities



D. Conferences & Symposiums

Inaugural CSI Singapore-Rogel Cancer Center Joint Symposium (1 May 2025)

On Tst May 2025, CSI Singapore and Rogel Cancer Center jointly organised their inaugural full-day
scientific symposium at the University of Michigan, marking a significant milestone in the growing
partnership between the two institutions. This strategic collaboration is made possible through the
generous donation of Mr John Wu and Ms Jane Sun, whose support has enabled sustained scientific
exchange and joint initiatives. The symposium brought together leading clinicians and scientists from both
institutions for in-depth discussions across three thematic sessions—Chromosome Biology and Genome
Integrity, Tumor Microenvironment, and Microbes and Metabolism. Presentations highlighted advances
spanning pan-cancer genomic prediction, chromosome fragility, cancer metabolism, tumor-immune
interactions, and the role of the microbiome in cancer progression and treatment response. The
symposium concluded with a dedicated networking session that catalysed conversations around joint
grants, trainee exchanges, and future collaborative projects. At CSI Singapore, we believe that
advancing cancer research requires more than scientific excellence alone. It demands partnership -
across disciplines, across institutions, and across borders. Collectively, the event reinforced a shared
commitment to translational cancer research and laid a strong foundation for expanded bilateral
collaborations, positioning the CSI Singapore-Rogel Cancer Center partnership for impacttful discoveries
in the years ahead. Building on this momentum, a second joint symposium is planned for spring 2026 to
further deepen our institutional partnership and to foster enduring friendships among our researchers and
students. We look forward to affirming both institutions’” commitment to building a sustainable, high-
impact partnership that advances cancer research through collaboration and exchange.

Back row (L-R): Bin Zhao, Eric Fearon, John Copeland

Third row (L-R): Andrzej Dlugosz, Anand Jeyasekharan, Marco Foiani, Chad Brenner, Jason Pitt
Second row (L-R): Costas Lyssiotis, Celina Kleer, Nisha D'Silva, Grace Chen, Russell Ryan
First row (L-R): Yatrik Shah, Evan Keller, Sriram Venneti

Diana Koh Learning Series 2025: Breakthroughs in Cancer (26 Jul 2025 )

DIANA KOH

BREAKTHROUGHS
IN CANCER

LEARNING SERIES
Centre Singap del
26July,2025 |  Tlamto2pm

TYING UP LOOSE ENDS -
USING TELOMERES TO
TACKLE SARCOMA
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The Diana Koh Breakthroughs in Cancer Learning Series 2025 concluded with a powerful session of science,
storytelling, and inspiration. Held at the Science Centre Singapore, the second installation of the Diana Koh
Breakthroughs in Cancer Learning Series, featured talks by Prof. Goh Boon Cher, Dr.Dennis Kappei, who used
relatable examples to explain complex cancer research—making the science not only informative but accessible to
all. We also celebrated the future of cancer research with the Diana Koh Young Innovator Prize and the Diana Koh
Young Innovator Grant. Congratulations to this year's outstanding winners, who also took the stage to present their
work with the use of compelling analogies.
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Frontiers in Cancer Science 2025 (5-7 Nov 2025)

The 17th Frontiers in Cancer Science (FCS) conference was held in Singapore from November 5-7, 2025, at
University Cultural Centre, NUS. Since its inception, FCS has grown into one of the most prominent cancer research
events in the Asia-Pacific region, with over 600 delegates registered this year.

FCS 2025 attracted a diverse lineup of international and regional speakers, providing a platform for young
investigators to showcase their research through posters. The conference also featured Oral Abstract Speaker
sessions, where exceptional poster abstracts were selected for presentation. In addition, the two best poster
presentations were awarded travel grants (worth $2,500 each) to support attendance at the AACR Annual Meeting
in 2026. This marks the second consecutive year that 'Outstanding FCS Abstract Travel Awards,' were given to 10
international participants to help cover their expenses for attending FCS 2025. Awardees hailed from Australia,
India, Thailand and the United States.

Since its launch in 2020, the AACR-FCS Education Sessions have been highly praised for their high participation
and positive feedback. These sessions are designed to offer graduate students, post-doctoral researchers, and
early-career investigators, an expanded view of contemporary cancer research. At FCS 2025, the AACR-FCS
Education Sessions featured presentations from Paul Boutros (Sanford Burnham Prebys Medical Discovery Institute,
United States), Daniel Durocher (Lunenfeld-Tanenbaum Research Institute, Canada), and Joanne Ngeow (NTU Lee
Kong Chian School of Medicine, Singapore).

FCS 2025 was jointly organized by the CSI Singapore, Duke-NUS Medical School (Duke-NUS), Genome Institute of
Singapore (GIS), Institute of Molecular and Cell Biology (IMCB), Lee Kong Chian School of Medicine (LKCMedicine),
National Cancer Centre Singapore (NCCS), National University Cancer Institute, Singapore (NCIS), National
Technological University of Singapore (NTU) and the Yong Loo Lin School of Medicine, NUS (YLLSoM). 47
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CSI Singapore - Kyoto University Joint Symposium 2025 (24 - 26 Nov 2025)

The CSI Singapore - Kyoto University Joint Symposium 2025
concluded successtully after three inspiring days, held from 24
to 26 November 2025 at the National University of Singapore.

The symposium opened with welcome remarks by Prof. Tan Eng
Chye, President of NUS, and Prof. Nagahiro Minato, President
of Kyoto University, alongside a warm address from Prof. Ashok
Venkitaraman, Director of CSI Singapore. This was followed by
a distinguished keynote lecture delivered by Prof. Minato.

Across multiple scientific sessions, researchers from both
institutions shared cutting-edge insights, fostering vibrant
scientific dialogue and strengthening collaborative ties.
Beyond the academic programme, our Kyoto University
colleagues also enjoyed visits to the National Orchid Garden
and shared memorable dinners with their Singapore
counterparts, further deepening collegial exchange. The
success of this symposium made it a meaningful platform for
scientific exchange and enduring partnership.

Back row (L-R): Yasuyuki Fujita, Yasuhiro Murakawa, Hiroshi Harada, Nagahiro Minato, Ashok Venkitaraman,
Chng Wee Joo, Marco Foiani, Sidonia Fagarasan, Seishi Ogawa, Polly Chen & Yvonne Tay
Front Row (L-R): Kenji Chamoto, Makoto Hayashi, Akira Yokeyama, Allen Yeoh, Peter Yeow & Zhou Yilong
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Registration is free and refreshments will be provided!
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SPEAKERS FOR SCIENTIFIC TALKS:
KU Speakers: CS1 Sneakers:
Kenji CHAMOTO Polly CHEN
Opening By
Sidonia FAGARASAN Wee Joo CHNG NUS President, Prof. Eng Chye TAN
KU President, Prof. Nagahino MINATO
Yasuyuki FUJITA Marco FOLANI
Hiroshi HARADA Boon Cher GOMW
Nagahiro MINATO Jason PITT

Yasuhiro MURAKAWA Ashok VENKITARAMAN

Seishi OGAWA Allen YEOH

Akira YOKOYAMA Yilong ZHOU

L-R: Prof. Tan Eng Chye, Prof. Nagahiro Minato, Prof. Ashok
Venkitaraman & Prof. Tan Eng Chye

CS| Singapore hosted a Health & Wellness Session to
support the wellbeing of our staff and students. Dr. Patrick
Tan, Senior Director of the University Health Centre, kicked
things off with an engaging talk on practical health and
first aid tips — simple ways to stay safe and look out for
one another at work. He delivered 21 bite-sized first-aid
and general health tips. Participants learned to recognize
common medical issues — from minor cuts and burns to
bee stings and animal bites — and how to respond
appropriately, including when to seek urgent care.

This was followed by a heartfelt session led by Dr. Wai
Khang Yong, Facility Manager of Quantitative Proteomics
Core, “Feeling Down? Who Can You Talk To?”, under the
Peer Statf Support Initiative, reminding us that support is
always within reach. He shared practical ways peers can
listen, connect, and create safe conversations around
emotional wellbeing, The interactive session reinforced
that while research can be demanding, no one should feel
isolated, and simple knowledge and peer support can
make a meaningful difference.
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CSI at the AACR Runners for Research 5K Run/Walk, Chicago (26 April 2025)

It was a fun-filled morning at the AACR Runners for Research in Chicago on 26 April 2025, where 2:CSi
members, Geraldine Leong (Outreach) and Li Si Low (Graduate Program), laced up their shoes and joined
. over 600 runners who showed up to brave the chilly winds and run for a cause. Despite the cold, the
F- Communlty Engqgement atmosphere was buzzing with energy as participants from all over came together in support of cancer
research. We were especially thrilled that one of our very own CSI members, Li Si Low finished among the
fastest in her age group — and even brought home a medal!

We're already looking forward to joining the AACR Runners for Research at the AACR Annual Meeting
2026 in San Diego!

Relay For Life 2025 — 100km Team Challenge (8-9 March 2025)

Eight members from CS| Singapore participated as Team CS| in the
Singapore Cancer Society's Relay For Life 2025, a community movement
that unites people to celebrate cancer survivors, remember loved ones lost,
and fight back against cancer. As part of the 100 km Challenge Physical
event, our team collectively completed 100 km over 12 hours within the iconic
National Stadium, raising funds and awareness in support of cancer
patients, survivors, caregivers and the broader cancer community. Through
our involvement, we helped amplify the message that no one fights cancer
alone and contributed to vital fundraising that supports cancer programmes
and services in Singapore.

The CSI Staff Party this year brought
colleagues together for an afternoon of fun
and friendly competition at Timezone
Orchard. Laughter, teamwork and lively
arcade challenges created a relaxed setting
for staff across teams to connect beyond
the workplace. The event strengthened
camaraderie and morale, celebrating the
people who power CSl's mission while
reminding us of the value of community,
shared moments — and a little friendly
“winning” on and off the arcade floor.
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The 2025 CSI Core Facilities Roadshows in February and September provided a vibrant platform to

showcase CSl's research infrastructure, expertise, and integrated service offerings to the wider
research community. Held in high-visibility campus locations, the roadshows attracted strong
engagement from researchers, students, postdoctoral fellows, principal investigators, and external
partners. Interactive displays, unified branding, and game-based engagement encouraged meaningful
conversations and cross-facility awareness, while several potential collaborations and follow-up leads
were initiated. Overall, the roadshows reinforced CSlI's commitment to enabling high-quality,
collaborative research by connecting scientists with cutting-edge core facilities and expert support.
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